
Ente Operador Regional
Declaración de Contratos del MER

Operador de Mercado ICE-OM
Fecha 16/03/2026

Agente_i Punto_Med_i Agente_r Punto_Med_r Periodo_Inicio Periodo_Fin Energia_Declarada MWEnergia_Requerida MWOferta de PMAX MW_Bloque1 Precio1 MW_Bloque2 Precio2 MW_Bloque3 Precio3 MW_Bloque4 Precio4 MW_Bloque5 Precio5 Oferta de FLEX Tipo_Oferta_Flexibilidad MW_Bloque1 Precio1 MW_Bloque2 Precio2 MW_Bloque3 Precio3 MW_Bloque4 Precio4 MW_Bloque5 Precio5
1CCOMCEPGT 1_1124_2866 5GICE 5_50200_001 0 5 3 3 no 0 0 0 0 0 0 0 0 0 0 no ne 0 0 0 0 0 0 0 0 0 0
1CCOMCEPGT 1_1124_2866 5GICE 5_50200_001 22 23 3 3 no 0 0 0 0 0 0 0 0 0 0 no ne 0 0 0 0 0 0 0 0 0 0
1CCOMCOMEL 1_1126_1634 5GICE 5_50200_001 0 8 5 5 no 0 0 0 0 0 0 0 0 0 0 no ne 0 0 0 0 0 0 0 0 0 0
1CCOMEDECS 1_1710_1785 5GICE 5_50200_001 0 5 0.8 0.8 no 0 0 0 0 0 0 0 0 0 0 no ne 0 0 0 0 0 0 0 0 0 0
1CCOMEDECS 1_1710_1785 5GICE 5_50200_001 6 10 0.8 0.8 no 0 0 0 0 0 0 0 0 0 0 no ne 0 0 0 0 0 0 0 0 0 0
1CCOMEDECS 1_1710_1785 5GICE 5_50200_001 22 23 0.8 0.8 no 0 0 0 0 0 0 0 0 0 0 no ne 0 0 0 0 0 0 0 0 0 0
1CCOMIONEN 1_1710_363 5GICE 5_50900_001 5 8 9 0 si 9 33.2 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
1CCOMIONEN 1_1710_363 5GICE 5_50900_001 9 12 5 0 si 5 28.4 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
1CCOMIONEN 1_1710_363 5GICE 5_50900_001 13 17 9 0 si 9 28.4 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
1CCOMIONEN 1_1710_363 5GICE 5_50100_001 9 12 5 0 si 5 28.4 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
1GGENRNACE 1_1710_1805 5GICE 5_50200_001 9 12 5 0 si 5 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
1GGENRNACE 1_1710_1805 5GICE 5_50900_001 5 7 15 0 si 15 28 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
1GGENRNACE 1_1710_1805 5GICE 5_50900_001 8 8 8 0 si 8 28 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
1GGENRNACE 1_1710_1805 5GICE 5_50900_001 13 17 15 0 si 15 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
1GGENRNACE 1_1710_1805 5GICE 5_50100_001 8 8 7 0 si 7 28 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
1GGENRNACE 1_1710_1805 5GICE 5_50100_001 9 12 10 0 si 10 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
2C_C08 2_27131_164 5GICE 5_50200_001 19 21 10 0 si 10 13 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
2C_C08 2_27131_164 5GICE 5_50200_001 22 23 6 0 si 6 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
2C_C08 2_27131_164 5GICE 5_50900_001 5 7 10 0 si 10 43 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
2C_C08 2_27131_164 5GICE 5_50900_001 8 8 10 0 si 10 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
2C_C08 2_27131_164 5GICE 5_50900_001 9 12 10 0 si 10 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
2C_C08 2_27131_164 5GICE 5_50900_001 13 14 10 0 si 10 28 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
2C_C08 2_27131_164 5GICE 5_50900_001 15 17 10 0 si 10 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
2C_C08 2_27131_164 5GICE 5_50900_001 18 18 10 0 si 10 13 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
2C_C32 2_27301_191 5GICE 5_50900_001 5 6 10 0 si 10 31 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
2C_C32 2_27301_191 5GICE 5_50900_001 8 14 10 0 si 10 31 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
2C_C32 2_27301_191 5GICE 5_50900_001 15 18 10 0 si 10 10 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
2C_C32 2_27301_191 5GICE 5_50100_001 7 7 10 0 si 10 22 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
2C_C65 2_27161_691 5GICE 5_50900_001 5 12 10 0 si 10 42.5 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
2C_C65 2_27211_693 5GICE 5_50200_001 3 12 0.57 0.57 no 0 0 0 0 0 0 0 0 0 0 no ne 0 0 0 0 0 0 0 0 0 0
2C_C79 2_27181_810 5GICE 5_50100_001 0 23 2.27 2.27 no 0 0 0 0 0 0 0 0 0 0 no ne 0 0 0 0 0 0 0 0 0 0
2C_C81 2_27131_865 5GICE 5_50200_001 7 7 5 0 si 5 15 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
2C_C81 2_27131_865 5GICE 5_50900_001 9 12 10 0 si 10 35 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
2C_C81 2_27131_865 5GICE 5_50100_001 6 6 10 0 si 10 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
2C_C81 2_27131_865 5GICE 5_50100_001 7 7 5 0 si 5 15 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
2C_C81 2_27131_865 5GICE 5_50100_001 8 8 10 0 si 10 15 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
2G_C24 2_28181_650 5GICE 5_50200_001 6 6 5 0 si 5 18.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
2G_C24 2_28181_650 5GICE 5_50900_001 7 7 10 0 si 10 23.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
2G_C24 2_28181_650 5GICE 5_50900_001 14 14 10 0 si 10 18.15 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
2G_C24 2_28181_650 5GICE 5_50900_001 15 16 10 0 si 10 13.41 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
2G_C24 2_28181_650 5GICE 5_50100_001 6 6 5 0 si 5 18.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
2G_C24 2_28181_650 5GICE 5_50100_001 8 8 10 0 si 10 23.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
2G_C24 2_28181_650 5GICE 5_50100_001 9 12 10 0 si 10 26.16 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
2G_C24 2_28181_650 5GICE 5_50100_001 13 13 10 0 si 10 18.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
2G_G03_A 2_28161_828 5GICE 5_50200_001 8 11 5 0 si 5 7.28 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
4GEDETSA 4_4750_165 5GICE 5_50100_001 0 5 30 30 no 0 0 0 0 0 0 0 0 0 0 no ne 0 0 0 0 0 0 0 0 0 0
4GEDETSA 4_4750_165 5GICE 5_50100_001 22 23 30 30 no 0 0 0 0 0 0 0 0 0 0 no ne 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6018_203 5GICE 5_50900_001 5 5 0.756 0 si 0.756 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6801_108 5GICE 5_50900_001 5 5 0.808 0 si 0.808 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6018_232 5GICE 5_50900_001 5 5 1.26 0 si 1.26 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6096_089 5GICE 5_50900_001 5 5 0.42 0 si 0.42 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6801_037 5GICE 5_50900_001 5 5 6.756 0 si 6.756 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6018_232 5GICE 5_50900_001 6 6 1.26 0 si 1.26 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6018_203 5GICE 5_50900_001 6 6 1.176 0 si 1.176 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6801_037 5GICE 5_50900_001 6 6 6.756 0 si 6.756 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6801_108 5GICE 5_50900_001 6 6 0.808 0 si 0.808 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6005_054 5GICE 5_50900_001 7 7 1.185 0 si 1.185 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6801_037 5GICE 5_50900_001 7 7 6.756 0 si 6.756 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6801_108 5GICE 5_50900_001 7 7 0.808 0 si 0.808 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6018_203 5GICE 5_50900_001 7 7 1.251 0 si 1.251 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6270_011 5GICE 5_50900_001 8 8 1.444 0 si 1.444 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6801_108 5GICE 5_50900_001 8 8 0.808 0 si 0.808 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6005_054 5GICE 5_50900_001 8 8 0.511 0 si 0.511 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6096_089 5GICE 5_50900_001 8 8 0.481 0 si 0.481 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6801_037 5GICE 5_50900_001 8 8 6.756 0 si 6.756 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6171_035 5GICE 5_50900_001 9 9 0.419 0 si 0.419 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6801_108 5GICE 5_50900_001 9 9 0.808 0 si 0.808 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6270_011 5GICE 5_50900_001 9 9 1.197 0 si 1.197 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6096_089 5GICE 5_50900_001 9 9 0.82 0 si 0.82 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6801_037 5GICE 5_50900_001 9 9 6.756 0 si 6.756 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6801_108 5GICE 5_50900_001 10 10 0.808 0 si 0.808 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6005_054 5GICE 5_50900_001 10 10 1.398 0 si 1.398 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6096_089 5GICE 5_50900_001 10 10 1.038 0 si 1.038 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6801_037 5GICE 5_50900_001 10 10 6.756 0 si 6.756 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6096_089 5GICE 5_50900_001 11 11 1.303 0 si 1.303 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6801_108 5GICE 5_50900_001 11 11 0.808 0 si 0.808 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6801_037 5GICE 5_50900_001 11 11 1.691 0 si 1.691 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6005_054 5GICE 5_50900_001 11 11 1.646 0 si 1.646 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6270_011 5GICE 5_50900_001 11 11 1.062 0 si 1.062 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6171_035 5GICE 5_50900_001 11 11 1.733 0 si 1.733 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6003_065 5GICE 5_50900_001 11 11 1.757 0 si 1.757 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6096_089 5GICE 5_50900_001 12 12 1.298 0 si 1.298 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6801_108 5GICE 5_50900_001 12 12 0.808 0 si 0.808 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6801_037 5GICE 5_50900_001 12 12 1.691 0 si 1.691 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6005_054 5GICE 5_50900_001 12 12 1.646 0 si 1.646 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6270_011 5GICE 5_50900_001 12 12 0.519 0 si 0.519 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6171_035 5GICE 5_50900_001 12 12 1.733 0 si 1.733 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6003_065 5GICE 5_50900_001 12 12 2.305 0 si 2.305 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6096_089 5GICE 5_50900_001 13 13 1.177 0 si 1.177 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6801_108 5GICE 5_50900_001 13 13 0.808 0 si 0.808 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6801_037 5GICE 5_50900_001 13 13 1.691 0 si 1.691 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6005_054 5GICE 5_50900_001 13 13 1.646 0 si 1.646 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6270_011 5GICE 5_50900_001 13 13 0.223 0 si 0.223 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6171_035 5GICE 5_50900_001 13 13 1.733 0 si 1.733 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6003_065 5GICE 5_50900_001 13 13 2.481 0 si 2.481 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6003_013 5GICE 5_50900_001 13 13 0.241 0 si 0.241 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6801_108 5GICE 5_50900_001 14 14 0.808 0 si 0.808 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6801_037 5GICE 5_50900_001 14 14 1.329 0 si 1.329 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6005_054 5GICE 5_50900_001 14 14 1.646 0 si 1.646 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6096_089 5GICE 5_50900_001 14 14 1.095 0 si 1.095 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6171_035 5GICE 5_50900_001 14 14 1.733 0 si 1.733 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6003_065 5GICE 5_50900_001 14 14 2.481 0 si 2.481 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6003_013 5GICE 5_50900_001 14 14 0.908 0 si 0.908 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6003_065 5GICE 5_50900_001 15 15 2.267 0 si 2.267 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6270_011 5GICE 5_50900_001 15 15 1.238 0 si 1.238 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6171_035 5GICE 5_50900_001 15 15 1.733 0 si 1.733 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6801_037 5GICE 5_50900_001 15 15 1.33 0 si 1.33 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6005_054 5GICE 5_50900_001 15 15 1.646 0 si 1.646 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6801_108 5GICE 5_50900_001 15 15 0.808 0 si 0.808 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6096_089 5GICE 5_50900_001 15 15 0.978 0 si 0.978 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6096_089 5GICE 5_50900_001 16 16 0.229 0 si 0.229 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6801_037 5GICE 5_50900_001 16 16 6.756 0 si 6.756 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6018_232 5GICE 5_50900_001 16 16 1.26 0 si 1.26 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6018_203 5GICE 5_50900_001 16 16 1.251 0 si 1.251 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6005_054 5GICE 5_50900_001 16 16 0.504 0 si 0.504 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6801_037 5GICE 5_50900_001 17 17 7.25 0 si 7.25 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6018_232 5GICE 5_50900_001 17 17 1.352 0 si 1.352 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6018_203 5GICE 5_50900_001 17 17 1.343 0 si 1.343 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6005_054 5GICE 5_50900_001 17 17 0.055 0 si 0.055 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6018_232 5GICE 5_50900_001 18 18 1.26 0 si 1.26 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6005_054 5GICE 5_50900_001 18 18 0.732 0 si 0.732 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6801_037 5GICE 5_50900_001 18 18 6.756 0 si 6.756 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6018_203 5GICE 5_50900_001 18 18 1.252 0 si 1.252 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6018_232 5GICE 5_50100_001 19 19 1.332 0 si 1.332 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6801_037 5GICE 5_50100_001 19 19 7.146 0 si 7.146 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6005_054 5GICE 5_50100_001 19 19 0.198 0 si 0.198 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6018_203 5GICE 5_50100_001 19 19 1.324 0 si 1.324 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6018_203 5GICE 5_50100_001 20 20 1.324 0 si 1.324 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6801_037 5GICE 5_50100_001 20 20 7.146 0 si 7.146 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6005_054 5GICE 5_50100_001 20 20 0.198 0 si 0.198 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6018_232 5GICE 5_50100_001 20 20 1.332 0 si 1.332 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6096_089 5GICE 5_50100_001 21 21 0.191 0 si 0.191 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6801_037 5GICE 5_50100_001 21 21 7.146 0 si 7.146 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6018_232 5GICE 5_50100_001 21 21 1.332 0 si 1.332 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6018_203 5GICE 5_50100_001 21 21 1.324 0 si 1.324 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGENA 6_6005_054 5GICE 5_50100_001 21 21 0.007 0 si 0.007 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6801_103 5GICE 5_50200_001 0 0 0.867 0 si 0.867 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6018_600 5GICE 5_50200_001 0 0 1.334 0 si 1.334 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6096_056 5GICE 5_50200_001 0 0 0.549 0 si 0.549 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6801_032 5GICE 5_50200_001 0 0 7.25 0 si 7.25 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6801_103 5GICE 5_50200_001 1 1 0.867 0 si 0.867 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6018_600 5GICE 5_50200_001 1 1 1.21 0 si 1.21 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6096_056 5GICE 5_50200_001 1 1 0.673 0 si 0.673 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6801_032 5GICE 5_50200_001 1 1 7.25 0 si 7.25 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6801_103 5GICE 5_50200_001 2 2 0.867 0 si 0.867 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6018_600 5GICE 5_50200_001 2 2 1.221 0 si 1.221 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6096_056 5GICE 5_50200_001 2 2 0.662 0 si 0.662 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6801_032 5GICE 5_50200_001 2 2 7.25 0 si 7.25 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6801_103 5GICE 5_50200_001 3 3 0.867 0 si 0.867 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6018_600 5GICE 5_50200_001 3 3 1.176 0 si 1.176 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6096_056 5GICE 5_50200_001 3 3 0.707 0 si 0.707 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6801_032 5GICE 5_50200_001 3 3 7.25 0 si 7.25 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6801_103 5GICE 5_50200_001 4 4 0.867 0 si 0.867 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6018_600 5GICE 5_50200_001 4 4 1.257 0 si 1.257 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6096_056 5GICE 5_50200_001 4 4 0.626 0 si 0.626 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6801_032 5GICE 5_50200_001 4 4 7.25 0 si 7.25 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6018_599 5GICE 5_50900_001 5 5 0.756 0 si 0.756 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0



6GGANA 6_6801_103 5GICE 5_50900_001 5 5 0.808 0 si 0.808 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6018_600 5GICE 5_50900_001 5 5 1.26 0 si 1.26 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6096_056 5GICE 5_50900_001 5 5 0.42 0 si 0.42 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6801_032 5GICE 5_50900_001 5 5 6.756 0 si 6.756 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6018_600 5GICE 5_50900_001 6 6 1.26 0 si 1.26 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6018_599 5GICE 5_50900_001 6 6 1.176 0 si 1.176 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6801_032 5GICE 5_50900_001 6 6 6.756 0 si 6.756 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6801_103 5GICE 5_50900_001 6 6 0.808 0 si 0.808 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6005_107 5GICE 5_50900_001 7 7 1.185 0 si 1.185 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6801_032 5GICE 5_50900_001 7 7 6.756 0 si 6.756 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6801_103 5GICE 5_50900_001 7 7 0.808 0 si 0.808 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6018_599 5GICE 5_50900_001 7 7 1.251 0 si 1.251 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6270_054 5GICE 5_50900_001 8 8 1.444 0 si 1.444 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6801_103 5GICE 5_50900_001 8 8 0.808 0 si 0.808 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6005_107 5GICE 5_50900_001 8 8 0.511 0 si 0.511 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6096_056 5GICE 5_50900_001 8 8 0.481 0 si 0.481 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6801_032 5GICE 5_50900_001 8 8 6.756 0 si 6.756 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6171_034 5GICE 5_50900_001 9 9 0.419 0 si 0.419 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6801_103 5GICE 5_50900_001 9 9 0.808 0 si 0.808 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6270_054 5GICE 5_50900_001 9 9 1.197 0 si 1.197 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6096_056 5GICE 5_50900_001 9 9 0.82 0 si 0.82 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6801_032 5GICE 5_50900_001 9 9 6.756 0 si 6.756 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6801_103 5GICE 5_50900_001 10 10 0.808 0 si 0.808 91.64 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6005_107 5GICE 5_50900_001 10 10 1.398 0 si 1.398 91.64 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6096_056 5GICE 5_50900_001 10 10 1.038 0 si 1.038 91.64 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6801_032 5GICE 5_50900_001 10 10 6.756 0 si 6.756 91.64 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6096_056 5GICE 5_50900_001 11 11 1.303 0 si 1.303 91.64 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6801_103 5GICE 5_50900_001 11 11 0.808 0 si 0.808 91.64 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6801_032 5GICE 5_50900_001 11 11 1.691 0 si 1.691 91.64 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6005_107 5GICE 5_50900_001 11 11 1.646 0 si 1.646 91.64 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6270_054 5GICE 5_50900_001 11 11 1.062 0 si 1.062 91.64 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6171_034 5GICE 5_50900_001 11 11 1.733 0 si 1.733 91.64 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6003_003 5GICE 5_50900_001 11 11 1.757 0 si 1.757 91.64 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6096_056 5GICE 5_50900_001 12 12 1.298 0 si 1.298 91.64 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6801_103 5GICE 5_50900_001 12 12 0.808 0 si 0.808 91.64 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6801_032 5GICE 5_50900_001 12 12 1.691 0 si 1.691 91.64 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6005_107 5GICE 5_50900_001 12 12 1.646 0 si 1.646 91.64 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6270_054 5GICE 5_50900_001 12 12 0.519 0 si 0.519 91.64 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6171_034 5GICE 5_50900_001 12 12 1.733 0 si 1.733 91.64 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6003_003 5GICE 5_50900_001 12 12 2.305 0 si 2.305 91.64 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6096_056 5GICE 5_50900_001 13 13 1.177 0 si 1.177 91.64 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6801_103 5GICE 5_50900_001 13 13 0.808 0 si 0.808 91.64 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6801_032 5GICE 5_50900_001 13 13 1.691 0 si 1.691 91.64 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6005_107 5GICE 5_50900_001 13 13 1.646 0 si 1.646 91.64 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6270_054 5GICE 5_50900_001 13 13 0.223 0 si 0.223 91.64 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6171_034 5GICE 5_50900_001 13 13 1.733 0 si 1.733 91.64 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6003_003 5GICE 5_50900_001 13 13 2.481 0 si 2.481 91.64 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6003_002 5GICE 5_50900_001 13 13 0.241 0 si 0.241 91.64 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6096_056 5GICE 5_50900_001 14 14 1.095 0 si 1.095 91.64 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6801_103 5GICE 5_50900_001 14 14 0.808 0 si 0.808 91.64 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6801_032 5GICE 5_50900_001 14 14 1.329 0 si 1.329 91.64 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6005_107 5GICE 5_50900_001 14 14 1.646 0 si 1.646 91.64 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6171_034 5GICE 5_50900_001 14 14 1.733 0 si 1.733 91.64 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6003_003 5GICE 5_50900_001 14 14 2.481 0 si 2.481 91.64 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6003_002 5GICE 5_50900_001 14 14 0.908 0 si 0.908 91.64 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6003_003 5GICE 5_50900_001 15 15 2.267 0 si 2.267 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6270_054 5GICE 5_50900_001 15 15 1.238 0 si 1.238 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6171_034 5GICE 5_50900_001 15 15 1.733 0 si 1.733 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6801_032 5GICE 5_50900_001 15 15 1.33 0 si 1.33 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6005_107 5GICE 5_50900_001 15 15 1.646 0 si 1.646 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6096_056 5GICE 5_50900_001 15 15 0.978 0 si 0.978 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6801_103 5GICE 5_50900_001 15 15 0.808 0 si 0.808 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6096_056 5GICE 5_50900_001 16 16 0.229 0 si 0.229 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6005_107 5GICE 5_50900_001 16 16 0.504 0 si 0.504 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6801_032 5GICE 5_50900_001 16 16 6.756 0 si 6.756 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6018_600 5GICE 5_50900_001 16 16 1.26 0 si 1.26 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6018_599 5GICE 5_50900_001 16 16 1.251 0 si 1.251 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6005_107 5GICE 5_50900_001 17 17 0.055 0 si 0.055 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6801_032 5GICE 5_50900_001 17 17 7.25 0 si 7.25 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6018_600 5GICE 5_50900_001 17 17 1.352 0 si 1.352 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6018_599 5GICE 5_50900_001 17 17 1.343 0 si 1.343 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6018_600 5GICE 5_50900_001 18 18 1.26 0 si 1.26 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6801_032 5GICE 5_50900_001 18 18 6.756 0 si 6.756 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6005_107 5GICE 5_50900_001 18 18 0.732 0 si 0.732 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6018_599 5GICE 5_50900_001 18 18 1.252 0 si 1.252 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6801_032 5GICE 5_50100_001 19 19 7.146 0 si 7.146 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6005_107 5GICE 5_50100_001 19 19 0.198 0 si 0.198 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6018_600 5GICE 5_50100_001 19 19 1.332 0 si 1.332 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6018_599 5GICE 5_50100_001 19 19 1.324 0 si 1.324 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6018_599 5GICE 5_50100_001 20 20 1.324 0 si 1.324 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6801_032 5GICE 5_50100_001 20 20 7.146 0 si 7.146 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6005_107 5GICE 5_50100_001 20 20 0.198 0 si 0.198 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6018_600 5GICE 5_50100_001 20 20 1.332 0 si 1.332 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6018_600 5GICE 5_50100_001 21 21 1.332 0 si 1.332 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6096_056 5GICE 5_50100_001 21 21 0.191 0 si 0.191 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6005_107 5GICE 5_50100_001 21 21 0.007 0 si 0.007 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6801_032 5GICE 5_50100_001 21 21 7.146 0 si 7.146 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6018_599 5GICE 5_50100_001 21 21 1.324 0 si 1.324 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6018_599 5GICE 5_50200_001 22 22 0.763 0 si 0.763 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6096_056 5GICE 5_50200_001 22 22 0.308 0 si 0.308 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6801_032 5GICE 5_50200_001 22 22 7.526 0 si 7.526 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6018_600 5GICE 5_50200_001 22 22 1.403 0 si 1.403 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6018_600 5GICE 5_50200_001 23 23 1.323 0 si 1.323 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6018_599 5GICE 5_50200_001 23 23 1.184 0 si 1.184 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6096_056 5GICE 5_50200_001 23 23 0.398 0 si 0.398 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GGANA 6_6801_032 5GICE 5_50200_001 23 23 7.095 0 si 7.095 66.76 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6018_210 5GICE 5_50900_001 5 5 0.756 0 si 0.756 59 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6801_107 5GICE 5_50900_001 5 5 0.808 0 si 0.808 59 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6018_239 5GICE 5_50900_001 5 5 1.26 0 si 1.26 59 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6096_091 5GICE 5_50900_001 5 5 0.42 0 si 0.42 59 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6801_036 5GICE 5_50900_001 5 5 6.756 0 si 6.756 59 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6018_239 5GICE 5_50900_001 6 6 1.26 0 si 1.26 59 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6018_210 5GICE 5_50900_001 6 6 1.176 0 si 1.176 59 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6801_036 5GICE 5_50900_001 6 6 6.756 0 si 6.756 59 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6801_107 5GICE 5_50900_001 6 6 0.808 0 si 0.808 59 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6005_044 5GICE 5_50900_001 7 7 1.185 0 si 1.185 59 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6801_036 5GICE 5_50900_001 7 7 6.756 0 si 6.756 59 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6801_107 5GICE 5_50900_001 7 7 0.808 0 si 0.808 59 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6018_210 5GICE 5_50900_001 7 7 1.251 0 si 1.251 59 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6270_018 5GICE 5_50900_001 8 8 1.444 0 si 1.444 59 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6801_107 5GICE 5_50900_001 8 8 0.808 0 si 0.808 59 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6005_044 5GICE 5_50900_001 8 8 0.511 0 si 0.511 59 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6096_091 5GICE 5_50900_001 8 8 0.481 0 si 0.481 59 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6801_036 5GICE 5_50900_001 8 8 6.756 0 si 6.756 59 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6171_053 5GICE 5_50900_001 9 9 0.419 0 si 0.419 66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6801_107 5GICE 5_50900_001 9 9 0.808 0 si 0.808 66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6270_018 5GICE 5_50900_001 9 9 1.197 0 si 1.197 66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6096_091 5GICE 5_50900_001 9 9 0.82 0 si 0.82 66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6801_036 5GICE 5_50900_001 9 9 6.756 0 si 6.756 66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6801_107 5GICE 5_50900_001 10 10 0.808 0 si 0.808 66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6005_044 5GICE 5_50900_001 10 10 1.398 0 si 1.398 66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6096_091 5GICE 5_50900_001 10 10 1.038 0 si 1.038 66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6801_036 5GICE 5_50900_001 10 10 6.756 0 si 6.756 66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6096_091 5GICE 5_50900_001 11 11 1.303 0 si 1.303 66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6801_107 5GICE 5_50900_001 11 11 0.808 0 si 0.808 66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6801_036 5GICE 5_50900_001 11 11 1.691 0 si 1.691 66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6005_044 5GICE 5_50900_001 11 11 1.646 0 si 1.646 66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6270_018 5GICE 5_50900_001 11 11 1.062 0 si 1.062 66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6171_053 5GICE 5_50900_001 11 11 1.733 0 si 1.733 66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6003_073 5GICE 5_50900_001 11 11 1.757 0 si 1.757 66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6801_107 5GICE 5_50900_001 12 12 0.808 0 si 0.808 66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6005_044 5GICE 5_50900_001 12 12 1.646 0 si 1.646 66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6096_091 5GICE 5_50900_001 12 12 1.298 0 si 1.298 66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6270_018 5GICE 5_50900_001 12 12 0.519 0 si 0.519 66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6171_053 5GICE 5_50900_001 12 12 1.733 0 si 1.733 66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6801_036 5GICE 5_50900_001 12 12 1.691 0 si 1.691 66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6003_073 5GICE 5_50900_001 12 12 2.305 0 si 2.305 66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6096_091 5GICE 5_50900_001 13 13 1.177 0 si 1.177 66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6801_107 5GICE 5_50900_001 13 13 0.808 0 si 0.808 66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6801_036 5GICE 5_50900_001 13 13 1.691 0 si 1.691 66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6005_044 5GICE 5_50900_001 13 13 1.646 0 si 1.646 66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6270_018 5GICE 5_50900_001 13 13 0.223 0 si 0.223 66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6171_053 5GICE 5_50900_001 13 13 1.733 0 si 1.733 66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6003_073 5GICE 5_50900_001 13 13 2.481 0 si 2.481 66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6003_021 5GICE 5_50900_001 13 13 0.241 0 si 0.241 66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6801_107 5GICE 5_50900_001 14 14 0.808 0 si 0.808 66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6005_044 5GICE 5_50900_001 14 14 1.646 0 si 1.646 66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6096_091 5GICE 5_50900_001 14 14 1.095 0 si 1.095 66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6003_073 5GICE 5_50900_001 14 14 2.481 0 si 2.481 66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6801_036 5GICE 5_50900_001 14 14 1.329 0 si 1.329 66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6003_021 5GICE 5_50900_001 14 14 0.908 0 si 0.908 66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6171_053 5GICE 5_50900_001 14 14 1.733 0 si 1.733 66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6003_073 5GICE 5_50900_001 15 15 2.267 0 si 2.267 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6171_053 5GICE 5_50900_001 15 15 1.733 0 si 1.733 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6005_044 5GICE 5_50900_001 15 15 1.646 0 si 1.646 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6270_018 5GICE 5_50900_001 15 15 1.238 0 si 1.238 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6801_107 5GICE 5_50900_001 15 15 0.808 0 si 0.808 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6801_036 5GICE 5_50900_001 15 15 1.33 0 si 1.33 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6096_091 5GICE 5_50900_001 15 15 0.978 0 si 0.978 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6096_091 5GICE 5_50900_001 16 16 0.229 0 si 0.229 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6801_036 5GICE 5_50900_001 16 16 6.756 0 si 6.756 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6018_239 5GICE 5_50900_001 16 16 1.26 0 si 1.26 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6018_210 5GICE 5_50900_001 16 16 1.251 0 si 1.251 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6005_044 5GICE 5_50900_001 16 16 0.504 0 si 0.504 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0



6GPANAM 6_6801_036 5GICE 5_50900_001 17 17 7.25 0 si 7.25 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6018_239 5GICE 5_50900_001 17 17 1.352 0 si 1.352 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6018_210 5GICE 5_50900_001 17 17 1.343 0 si 1.343 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6005_044 5GICE 5_50900_001 17 17 0.055 0 si 0.055 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6005_044 5GICE 5_50900_001 18 18 0.732 0 si 0.732 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6801_036 5GICE 5_50900_001 18 18 6.756 0 si 6.756 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6018_239 5GICE 5_50900_001 18 18 1.26 0 si 1.26 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6018_210 5GICE 5_50900_001 18 18 1.252 0 si 1.252 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6018_239 5GICE 5_50100_001 19 19 0.666 0 si 0.666 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6018_239 5GICE 5_50200_001 19 19 0.666 0 si 0.666 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6005_044 5GICE 5_50100_001 19 19 0.099 0 si 0.099 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6005_044 5GICE 5_50200_001 19 19 0.099 0 si 0.099 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6801_036 5GICE 5_50100_001 19 19 3.573 0 si 3.573 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6801_036 5GICE 5_50200_001 19 19 3.573 0 si 3.573 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6018_210 5GICE 5_50100_001 19 19 0.662 0 si 0.662 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6018_210 5GICE 5_50200_001 19 19 0.662 0 si 0.662 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6018_239 5GICE 5_50200_001 20 20 0.666 0 si 0.666 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6018_210 5GICE 5_50100_001 20 20 0.662 0 si 0.662 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6801_036 5GICE 5_50100_001 20 20 3.573 0 si 3.573 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6801_036 5GICE 5_50200_001 20 20 3.573 0 si 3.573 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6005_044 5GICE 5_50100_001 20 20 0.099 0 si 0.099 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6005_044 5GICE 5_50200_001 20 20 0.099 0 si 0.099 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6018_239 5GICE 5_50100_001 20 20 0.666 0 si 0.666 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6018_210 5GICE 5_50200_001 20 20 0.662 0 si 0.662 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6096_091 5GICE 5_50200_001 21 21 0.095 0 si 0.095 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6096_091 5GICE 5_50100_001 21 21 0.095 0 si 0.095 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6801_036 5GICE 5_50200_001 21 21 3.573 0 si 3.573 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6801_036 5GICE 5_50100_001 21 21 3.573 0 si 3.573 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6018_239 5GICE 5_50200_001 21 21 0.666 0 si 0.666 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6018_239 5GICE 5_50100_001 21 21 0.666 0 si 0.666 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6018_210 5GICE 5_50200_001 21 21 0.662 0 si 0.662 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6018_210 5GICE 5_50100_001 21 21 0.662 0 si 0.662 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6005_044 5GICE 5_50200_001 21 21 0.004 0 si 0.004 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6005_044 5GICE 5_50100_001 21 21 0.004 0 si 0.004 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6096_091 5GICE 5_50200_001 22 22 0.185 0 si 0.185 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6801_036 5GICE 5_50200_001 22 22 4.515 0 si 4.515 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6018_239 5GICE 5_50200_001 22 22 0.842 0 si 0.842 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6018_210 5GICE 5_50200_001 22 22 0.458 0 si 0.458 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6018_239 5GICE 5_50200_001 23 23 0.794 0 si 0.794 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6018_210 5GICE 5_50200_001 23 23 0.71 0 si 0.71 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6096_091 5GICE 5_50200_001 23 23 0.239 0 si 0.239 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0
6GPANAM 6_6801_036 5GICE 5_50200_001 23 23 4.257 0 si 4.257 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0


