
Ente Operador Regional

Declaración de Contratos del MER

Operador de Mercado ICE-OM

Fecha 27/03/2026

Agente_i Punto_Med_i Agente_r Punto_Med_r Periodo_Inicio Periodo_Fin Tipo_Contrato Codigo Contrato Firme Titular DT Responsable_Transmision Acepta_TPNC_Adicional Energia_Declarada MWEnergia_Requerida MWOferta de PMAX MW_Bloque1 Precio1 MW_Bloque2 Precio2 MW_Bloque3 Precio3 MW_Bloque4 Precio4 MW_Bloque5 Precio5 Oferta de FLEX Tipo_Oferta_Flexibil idad MW_Bloque1 Precio1 MW_Bloque2 Precio2 MW_Bloque3 Precio3 MW_Bloque4 Precio4 MW_Bloque5 Precio5

1CCOMCEPGT 1_1124_2866 5GICE 5_50200_001 0 17 CF CF15A0000842 i i ne 3.475 3.475 no 0 0 0 0 0 0 0 0 0 0 no ne 0 0 0 0 0 0 0 0 0 0

1CCOMCEPGT 1_1124_2866 5GICE 5_50200_001 22 23 CF CF15A0000842 i i ne 3.475 3.475 no 0 0 0 0 0 0 0 0 0 0 no ne 0 0 0 0 0 0 0 0 0 0

1CCOMCOMEL 1_1126_1634 5GICE 5_50200_001 0 12 CF CF15A0000851 i i ne 5 5 no 0 0 0 0 0 0 0 0 0 0 no ne 0 0 0 0 0 0 0 0 0 0

1CCOMEDECS 1_1710_1785 5GICE 5_50200_001 0 17 CF CF15A0000855 i i ne 0.8 0.8 no 0 0 0 0 0 0 0 0 0 0 no ne 0 0 0 0 0 0 0 0 0 0

1CCOMEDECS 1_1710_1785 5GICE 5_50200_001 22 23 CF CF15A0000855 i i ne 0.8 0.8 no 0 0 0 0 0 0 0 0 0 0 no ne 0 0 0 0 0 0 0 0 0 0

1CCOMELPOM 1_1126_4782 5GICE 5_50200_001 0 17 CF CF15A0000838 i i ne 4.4 4.4 no 0 0 0 0 0 0 0 0 0 0 no ne 0 0 0 0 0 0 0 0 0 0

1CCOMELPOM 1_1126_4782 5GICE 5_50200_001 22 23 CF CF15A0000838 i i ne 4.4 4.4 no 0 0 0 0 0 0 0 0 0 0 no ne 0 0 0 0 0 0 0 0 0 0

1CCOMIONEN 1_1710_363 5GICE 5_50900_001 0 5 CNFFF ne r no 9 0 si 9 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

1CCOMIONEN 1_1710_363 5GICE 5_50900_001 22 23 CNFFF ne r no 9 0 si 9 33 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

1GGENRNACE 1_1710_1805 5GICE 5_50900_001 0 5 CNFFF ne r no 11 0 si 11 28 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

1GGENRNACE 1_1710_1805 5GICE 5_50900_001 22 23 CNFFF ne r no 11 0 si 11 28 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

2C_C08 2_27131_164 5GICE 5_50200_001 18 20 CNFFF ne r no 20 0 si 20 100 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

2C_C08 2_27131_164 5GICE 5_50200_001 22 23 CNFFF ne r no 5 0 si 5 15 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

2C_C08 2_27131_164 5GICE 5_50900_001 0 4 CNFFF ne r no 15 0 si 15 23 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

2C_C08 2_27131_164 5GICE 5_50900_001 5 5 CNFFF ne r no 15 0 si 15 18 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

2C_C08 2_27131_164 5GICE 5_50900_001 22 23 CNFFF ne r no 15 0 si 15 15 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

2C_C08 2_27131_164 5GICE 5_58200_001 0 4 CNFFF ne r no 5 0 si 5 73 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

2C_C08 2_27131_164 5GICE 5_58200_001 5 5 CNFFF ne r no 5 0 si 5 68 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

2C_C55 2_27411_630 5GICE 5_50350_001 0 1 CNFFF ne r no 7 0 si 7 50 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

2C_C55 2_27411_630 5GICE 5_50350_001 22 23 CNFFF ne r no 7 0 si 7 40 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

2C_C55 2_27411_630 5GICE 5_58200_001 0 1 CNFFF ne r no 8 0 si 8 68 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

2C_C55 2_27411_630 5GICE 5_58200_001 22 23 CNFFF ne r no 13 0 si 13 58 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

2C_C65 2_27211_693 5GICE 5_50200_001 0 20 CF CF25A0000886 i i ne 0.57 0.57 no 0 0 0 0 0 0 0 0 0 0 no ne 0 0 0 0 0 0 0 0 0 0

2C_C79 2_27181_810 5GICE 5_50100_001 0 20 CF CF25A0000880 i i ne 2.27 2.27 no 0 0 0 0 0 0 0 0 0 0 no ne 0 0 0 0 0 0 0 0 0 0

2C_C79 2_27181_810 5GICE 5_50100_001 22 23 CF CF25A0000880 i i ne 2.27 2.27 no 0 0 0 0 0 0 0 0 0 0 no ne 0 0 0 0 0 0 0 0 0 0

2C_C81 2_27131_865 5GICE 5_50350_001 5 5 CNFFF ne r no 7 0 si 7 36 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

2C_C81 2_27131_865 5GICE 5_58200_001 5 5 CNFFF ne r no 8 0 si 8 54 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

2G_G03_A 2_28161_828 5GICE 5_50350_001 2 4 CNFFF ne r no 5 0 si 5 40.81 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

2G_G03_A 2_28161_828 5GICE 5_58200_001 2 4 CNFFF ne r no 5 0 si 5 58.81 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

2G_G03_A 2_28161_828 5GICE 5_58200_001 18 20 CNFFF ne r no 10 0 si 10 43.98 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

2G_G03_A 2_27131_822 5GICE 5_50350_001 18 20 CNFFF ne r no 9 0 si 9 22.1 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

4GEDETSA 4_4750_165 5GICE 5_50100_001 6 17 CF CF45A0000848 i i ne 30 30 no 0 0 0 0 0 0 0 0 0 0 no ne 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6003_065 5GICE 5_50900_001 0 0 CNFFF ne r no 1.564 0 si 1.564 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6270_011 5GICE 5_50900_001 0 0 CNFFF ne r no 1.877 0 si 1.877 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6171_035 5GICE 5_50900_001 0 0 CNFFF ne r no 1.609 0 si 1.609 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6018_203 5GICE 5_50900_001 0 0 CNFFF ne r no 1.162 0 si 1.162 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6005_054 5GICE 5_50900_001 0 0 CNFFF ne r no 1.528 0 si 1.528 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6801_108 5GICE 5_50900_001 0 0 CNFFF ne r no 1.067 0 si 1.067 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6018_232 5GICE 5_50900_001 0 0 CNFFF ne r no 1.193 0 si 1.193 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6003_065 5GICE 5_50900_001 1 1 CNFFF ne r no 0.045 0 si 0.045 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6270_011 5GICE 5_50900_001 1 1 CNFFF ne r no 1.877 0 si 1.877 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6171_035 5GICE 5_50900_001 1 1 CNFFF ne r no 1.609 0 si 1.609 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6018_203 5GICE 5_50900_001 1 1 CNFFF ne r no 1.162 0 si 1.162 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6005_054 5GICE 5_50900_001 1 1 CNFFF ne r no 1.528 0 si 1.528 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6801_108 5GICE 5_50900_001 1 1 CNFFF ne r no 2.586 0 si 2.586 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6018_232 5GICE 5_50900_001 1 1 CNFFF ne r no 1.193 0 si 1.193 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6018_203 5GICE 5_50900_001 2 2 CNFFF ne r no 1.162 0 si 1.162 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6801_108 5GICE 5_50900_001 2 2 CNFFF ne r no 2.744 0 si 2.744 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6018_232 5GICE 5_50900_001 2 2 CNFFF ne r no 1.194 0 si 1.194 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6171_035 5GICE 5_50900_001 2 2 CNFFF ne r no 1.495 0 si 1.495 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6005_054 5GICE 5_50900_001 2 2 CNFFF ne r no 1.528 0 si 1.528 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6270_011 5GICE 5_50900_001 2 2 CNFFF ne r no 1.877 0 si 1.877 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6270_011 5GICE 5_50900_001 3 3 CNFFF ne r no 1.877 0 si 1.877 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6171_035 5GICE 5_50900_001 3 3 CNFFF ne r no 0.831 0 si 0.831 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6018_203 5GICE 5_50900_001 3 3 CNFFF ne r no 1.162 0 si 1.162 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6005_054 5GICE 5_50900_001 3 3 CNFFF ne r no 1.528 0 si 1.528 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6801_108 5GICE 5_50900_001 3 3 CNFFF ne r no 3.408 0 si 3.408 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6018_232 5GICE 5_50900_001 3 3 CNFFF ne r no 1.194 0 si 1.194 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6270_011 5GICE 5_50900_001 4 4 CNFFF ne r no 1.877 0 si 1.877 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6171_035 5GICE 5_50900_001 4 4 CNFFF ne r no 1.306 0 si 1.306 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6018_203 5GICE 5_50900_001 4 4 CNFFF ne r no 1.162 0 si 1.162 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6005_054 5GICE 5_50900_001 4 4 CNFFF ne r no 1.528 0 si 1.528 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6801_108 5GICE 5_50900_001 4 4 CNFFF ne r no 2.934 0 si 2.934 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6018_232 5GICE 5_50900_001 4 4 CNFFF ne r no 1.193 0 si 1.193 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6003_065 5GICE 5_50900_001 5 5 CNFFF ne r no 0.203 0 si 0.203 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6270_011 5GICE 5_50900_001 5 5 CNFFF ne r no 1.877 0 si 1.877 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6171_035 5GICE 5_50900_001 5 5 CNFFF ne r no 1.609 0 si 1.609 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6018_203 5GICE 5_50900_001 5 5 CNFFF ne r no 1.162 0 si 1.162 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6005_054 5GICE 5_50900_001 5 5 CNFFF ne r no 1.528 0 si 1.528 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6801_108 5GICE 5_50900_001 5 5 CNFFF ne r no 2.427 0 si 2.427 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6018_232 5GICE 5_50900_001 5 5 CNFFF ne r no 1.194 0 si 1.194 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6270_011 5GICE 5_58200_001 6 6 CNFFF ne r no 1.907 0 si 1.907 83 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6171_035 5GICE 5_58200_001 6 6 CNFFF ne r no 1.519 0 si 1.519 83 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6018_203 5GICE 5_58200_001 6 6 CNFFF ne r no 1.181 0 si 1.181 83 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6005_054 5GICE 5_58200_001 6 6 CNFFF ne r no 1.553 0 si 1.553 83 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6801_108 5GICE 5_58200_001 6 6 CNFFF ne r no 2.627 0 si 2.627 83 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6018_232 5GICE 5_58200_001 6 6 CNFFF ne r no 1.213 0 si 1.213 83 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6270_011 5GICE 5_58200_001 7 7 CNFFF ne r no 1.907 0 si 1.907 88 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6171_035 5GICE 5_58200_001 7 7 CNFFF ne r no 1.326 0 si 1.326 88 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6018_232 5GICE 5_58200_001 7 7 CNFFF ne r no 0.57 0 si 0.57 88 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6005_054 5GICE 5_58200_001 7 7 CNFFF ne r no 1.553 0 si 1.553 88 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6801_108 5GICE 5_58200_001 7 7 CNFFF ne r no 3.463 0 si 3.463 88 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6018_203 5GICE 5_58200_001 7 7 CNFFF ne r no 1.181 0 si 1.181 88 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6270_011 5GICE 5_58200_001 8 8 CNFFF ne r no 1.907 0 si 1.907 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6171_035 5GICE 5_58200_001 8 8 CNFFF ne r no 1.576 0 si 1.576 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6018_203 5GICE 5_58200_001 8 8 CNFFF ne r no 0.309 0 si 0.309 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6005_054 5GICE 5_58200_001 8 8 CNFFF ne r no 1.553 0 si 1.553 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6801_108 5GICE 5_58200_001 8 8 CNFFF ne r no 4.4 0 si 4.4 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6018_232 5GICE 5_58200_001 8 8 CNFFF ne r no 0.255 0 si 0.255 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6003_065 5GICE 5_58200_001 9 9 CNFFF ne r no 1.081 0 si 1.081 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6270_011 5GICE 5_58200_001 9 9 CNFFF ne r no 1.313 0 si 1.313 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6171_035 5GICE 5_58200_001 9 9 CNFFF ne r no 1.635 0 si 1.635 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6801_108 5GICE 5_58200_001 9 9 CNFFF ne r no 4.418 0 si 4.418 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6005_054 5GICE 5_58200_001 9 9 CNFFF ne r no 1.553 0 si 1.553 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6003_013 5GICE 5_58200_001 10 10 CNFFF ne r no 0.053 0 si 0.053 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6171_035 5GICE 5_58200_001 10 10 CNFFF ne r no 1.635 0 si 1.635 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6003_065 5GICE 5_58200_001 10 10 CNFFF ne r no 2.341 0 si 2.341 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6801_108 5GICE 5_58200_001 10 10 CNFFF ne r no 4.418 0 si 4.418 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6005_054 5GICE 5_58200_001 10 10 CNFFF ne r no 1.553 0 si 1.553 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6171_035 5GICE 5_58200_001 11 11 CNFFF ne r no 1.635 0 si 1.635 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6003_065 5GICE 5_58200_001 11 11 CNFFF ne r no 1.783 0 si 1.783 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6801_108 5GICE 5_58200_001 11 11 CNFFF ne r no 5.029 0 si 5.029 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6005_054 5GICE 5_58200_001 11 11 CNFFF ne r no 1.553 0 si 1.553 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6003_013 5GICE 5_58200_001 12 12 CNFFF ne r no 1.892 0 si 1.892 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6171_035 5GICE 5_58200_001 12 12 CNFFF ne r no 0.495 0 si 0.495 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6003_065 5GICE 5_58200_001 12 12 CNFFF ne r no 2.34 0 si 2.34 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6801_108 5GICE 5_58200_001 12 12 CNFFF ne r no 3.72 0 si 3.72 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6005_054 5GICE 5_58200_001 12 12 CNFFF ne r no 1.553 0 si 1.553 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6003_115 5GICE 5_50350_001 13 13 CNFFF ne r no 0.224 0 si 0.224 88 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6003_013 5GICE 5_50350_001 13 13 CNFFF ne r no 2.23 0 si 2.23 88 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6003_065 5GICE 5_50350_001 13 13 CNFFF ne r no 2.304 0 si 2.304 88 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6801_108 5GICE 5_58200_001 13 13 CNFFF ne r no 3.124 0 si 3.124 88 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6005_054 5GICE 5_58200_001 13 13 CNFFF ne r no 1.528 0 si 1.528 88 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6003_013 5GICE 5_50350_001 14 14 CNFFF ne r no 1.673 0 si 1.673 88 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6003_065 5GICE 5_58200_001 14 14 CNFFF ne r no 2.304 0 si 2.304 88 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6005_054 5GICE 5_50350_001 14 14 CNFFF ne r no 1.528 0 si 1.528 88 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6171_035 5GICE 5_50350_001 14 14 CNFFF ne r no 1.609 0 si 1.609 88 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6801_108 5GICE 5_58200_001 14 14 CNFFF ne r no 2.333 0 si 2.333 88 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6003_013 5GICE 5_50200_001 15 15 CNFFF ne r no 1.716 0 si 1.716 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6003_065 5GICE 5_50200_001 15 15 CNFFF ne r no 2.304 0 si 2.304 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6005_054 5GICE 5_50200_001 15 15 CNFFF ne r no 1.528 0 si 1.528 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6171_035 5GICE 5_50200_001 15 15 CNFFF ne r no 1.609 0 si 1.609 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6096_089 5GICE 5_50200_001 15 15 CNFFF ne r no 0.511 0 si 0.511 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6801_108 5GICE 5_50200_001 15 15 CNFFF ne r no 2.332 0 si 2.332 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6171_035 5GICE 5_50200_001 16 16 CNFFF ne r no 1.609 0 si 1.609 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6003_065 5GICE 5_50200_001 16 16 CNFFF ne r no 1.659 0 si 1.659 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6270_011 5GICE 5_50200_001 16 16 CNFFF ne r no 1.877 0 si 1.877 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6018_203 5GICE 5_50200_001 16 16 CNFFF ne r no 0.529 0 si 0.529 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6005_054 5GICE 5_50200_001 16 16 CNFFF ne r no 1.528 0 si 1.528 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6801_108 5GICE 5_50200_001 16 16 CNFFF ne r no 1.605 0 si 1.605 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6018_232 5GICE 5_50200_001 16 16 CNFFF ne r no 1.193 0 si 1.193 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6018_203 5GICE 5_50200_001 17 17 CNFFF ne r no 0.529 0 si 0.529 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6005_054 5GICE 5_50200_001 17 17 CNFFF ne r no 1.528 0 si 1.528 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6801_108 5GICE 5_50200_001 17 17 CNFFF ne r no 0.788 0 si 0.788 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6018_232 5GICE 5_50200_001 17 17 CNFFF ne r no 1.194 0 si 1.194 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6003_065 5GICE 5_50200_001 17 17 CNFFF ne r no 2.304 0 si 2.304 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6003_013 5GICE 5_50200_001 17 17 CNFFF ne r no 0.171 0 si 0.171 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6270_011 5GICE 5_50200_001 17 17 CNFFF ne r no 1.877 0 si 1.877 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6171_035 5GICE 5_50200_001 17 17 CNFFF ne r no 1.609 0 si 1.609 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6018_203 5GICE 5_50100_001 18 18 CNFFF ne r no 1.162 0 si 1.162 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6018_232 5GICE 5_50100_001 18 18 CNFFF ne r no 0.561 0 si 0.561 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6005_054 5GICE 5_50100_001 18 18 CNFFF ne r no 1.528 0 si 1.528 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6270_011 5GICE 5_50100_001 18 18 CNFFF ne r no 1.877 0 si 1.877 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6171_035 5GICE 5_50100_001 18 18 CNFFF ne r no 1.609 0 si 1.609 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6003_065 5GICE 5_50100_001 18 18 CNFFF ne r no 2.303 0 si 2.303 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6003_013 5GICE 5_50100_001 18 18 CNFFF ne r no 0.96 0 si 0.96 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6018_203 5GICE 5_50100_001 19 19 CNFFF ne r no 1.162 0 si 1.162 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6018_232 5GICE 5_50100_001 19 19 CNFFF ne r no 0.561 0 si 0.561 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6005_054 5GICE 5_50100_001 19 19 CNFFF ne r no 1.528 0 si 1.528 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6171_035 5GICE 5_50100_001 19 19 CNFFF ne r no 1.609 0 si 1.609 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6003_065 5GICE 5_50100_001 19 19 CNFFF ne r no 2.303 0 si 2.303 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6003_013 5GICE 5_50100_001 19 19 CNFFF ne r no 0.96 0 si 0.96 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6270_011 5GICE 5_50100_001 19 19 CNFFF ne r no 1.877 0 si 1.877 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6003_013 5GICE 5_50100_001 20 20 CNFFF ne r no 0.327 0 si 0.327 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6171_035 5GICE 5_50100_001 20 20 CNFFF ne r no 1.609 0 si 1.609 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6003_065 5GICE 5_50100_001 20 20 CNFFF ne r no 2.303 0 si 2.303 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6005_054 5GICE 5_50100_001 20 20 CNFFF ne r no 1.528 0 si 1.528 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6270_011 5GICE 5_50100_001 20 20 CNFFF ne r no 1.877 0 si 1.877 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6018_232 5GICE 5_50100_001 20 20 CNFFF ne r no 1.194 0 si 1.194 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6018_203 5GICE 5_50100_001 20 20 CNFFF ne r no 1.162 0 si 1.162 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6018_232 5GICE 5_50200_001 21 21 CNFFF ne r no 1.217 0 si 1.217 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6005_054 5GICE 5_50200_001 21 21 CNFFF ne r no 1.558 0 si 1.558 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6801_108 5GICE 5_50200_001 21 21 CNFFF ne r no 0.288 0 si 0.288 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6171_035 5GICE 5_50200_001 21 21 CNFFF ne r no 1.64 0 si 1.64 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6018_203 5GICE 5_50200_001 21 21 CNFFF ne r no 1.184 0 si 1.184 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6003_065 5GICE 5_50200_001 21 21 CNFFF ne r no 2.2 0 si 2.2 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6270_011 5GICE 5_50200_001 21 21 CNFFF ne r no 1.913 0 si 1.913 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6018_203 5GICE 5_50900_001 22 22 CNFFF ne r no 1.162 0 si 1.162 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6801_108 5GICE 5_50900_001 22 22 CNFFF ne r no 1.605 0 si 1.605 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6270_011 5GICE 5_50900_001 22 22 CNFFF ne r no 1.877 0 si 1.877 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6018_232 5GICE 5_50900_001 22 22 CNFFF ne r no 1.193 0 si 1.193 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6003_065 5GICE 5_50900_001 22 22 CNFFF ne r no 1.026 0 si 1.026 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6005_054 5GICE 5_50900_001 22 22 CNFFF ne r no 1.528 0 si 1.528 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6171_035 5GICE 5_50900_001 22 22 CNFFF ne r no 1.609 0 si 1.609 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6003_065 5GICE 5_50900_001 23 23 CNFFF ne r no 0.998 0 si 0.998 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6270_011 5GICE 5_50900_001 23 23 CNFFF ne r no 1.905 0 si 1.905 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6171_035 5GICE 5_50900_001 23 23 CNFFF ne r no 1.609 0 si 1.609 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6018_203 5GICE 5_50900_001 23 23 CNFFF ne r no 1.162 0 si 1.162 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6005_054 5GICE 5_50900_001 23 23 CNFFF ne r no 1.528 0 si 1.528 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6801_108 5GICE 5_50900_001 23 23 CNFFF ne r no 1.605 0 si 1.605 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGENA 6_6018_232 5GICE 5_50900_001 23 23 CNFFF ne r no 1.193 0 si 1.193 38 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_210 5GICE 5_50100_001 18 18 CNFFF ne r no 1.046 0 si 1.046 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_239 5GICE 5_50100_001 18 18 CNFFF ne r no 0.505 0 si 0.505 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6005_044 5GICE 5_50100_001 18 18 CNFFF ne r no 1.375 0 si 1.375 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6270_018 5GICE 5_50100_001 18 18 CNFFF ne r no 1.689 0 si 1.689 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6171_053 5GICE 5_50100_001 18 18 CNFFF ne r no 1.448 0 si 1.448 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6003_073 5GICE 5_50100_001 18 18 CNFFF ne r no 2.073 0 si 2.073 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6003_021 5GICE 5_50100_001 18 18 CNFFF ne r no 0.864 0 si 0.864 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_210 5GICE 5_50100_001 19 19 CNFFF ne r no 1.046 0 si 1.046 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_239 5GICE 5_50100_001 19 19 CNFFF ne r no 0.505 0 si 0.505 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6005_044 5GICE 5_50100_001 19 19 CNFFF ne r no 1.375 0 si 1.375 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6270_018 5GICE 5_50100_001 19 19 CNFFF ne r no 1.689 0 si 1.689 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6171_053 5GICE 5_50100_001 19 19 CNFFF ne r no 1.448 0 si 1.448 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6003_073 5GICE 5_50100_001 19 19 CNFFF ne r no 2.073 0 si 2.073 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6003_021 5GICE 5_50100_001 19 19 CNFFF ne r no 0.864 0 si 0.864 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6003_021 5GICE 5_50100_001 20 20 CNFFF ne r no 0.294 0 si 0.294 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6171_053 5GICE 5_50100_001 20 20 CNFFF ne r no 1.448 0 si 1.448 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6003_073 5GICE 5_50100_001 20 20 CNFFF ne r no 2.073 0 si 2.073 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6005_044 5GICE 5_50100_001 20 20 CNFFF ne r no 1.376 0 si 1.376 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6270_018 5GICE 5_50100_001 20 20 CNFFF ne r no 1.689 0 si 1.689 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_239 5GICE 5_50100_001 20 20 CNFFF ne r no 1.074 0 si 1.074 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_210 5GICE 5_50100_001 20 20 CNFFF ne r no 1.046 0 si 1.046 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6270_018 5GICE 5_50200_001 6 6 CNFFF ne r no 2.86 0 si 2.86 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6171_053 5GICE 5_50200_001 6 6 CNFFF ne r no 2.28 0 si 2.28 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_210 5GICE 5_50200_001 6 6 CNFFF ne r no 1.771 0 si 1.771 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6005_044 5GICE 5_50200_001 6 6 CNFFF ne r no 2.329 0 si 2.329 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6801_107 5GICE 5_50200_001 6 6 CNFFF ne r no 3.941 0 si 3.941 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_239 5GICE 5_50200_001 6 6 CNFFF ne r no 1.819 0 si 1.819 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6270_018 5GICE 5_50200_001 7 7 CNFFF ne r no 2.86 0 si 2.86 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6171_053 5GICE 5_50200_001 7 7 CNFFF ne r no 1.99 0 si 1.99 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_239 5GICE 5_50200_001 7 7 CNFFF ne r no 0.854 0 si 0.854 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6005_044 5GICE 5_50200_001 7 7 CNFFF ne r no 2.33 0 si 2.33 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6801_107 5GICE 5_50200_001 7 7 CNFFF ne r no 5.195 0 si 5.195 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_210 5GICE 5_50200_001 7 7 CNFFF ne r no 1.771 0 si 1.771 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6270_018 5GICE 5_50200_001 8 8 CNFFF ne r no 2.86 0 si 2.86 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6171_053 5GICE 5_50200_001 8 8 CNFFF ne r no 2.364 0 si 2.364 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_210 5GICE 5_50200_001 8 8 CNFFF ne r no 0.464 0 si 0.464 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6005_044 5GICE 5_50200_001 8 8 CNFFF ne r no 2.329 0 si 2.329 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6801_107 5GICE 5_50200_001 8 8 CNFFF ne r no 6.6 0 si 6.6 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_239 5GICE 5_50200_001 8 8 CNFFF ne r no 0.383 0 si 0.383 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6003_073 5GICE 5_50200_001 9 9 CNFFF ne r no 1.621 0 si 1.621 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6270_018 5GICE 5_50200_001 9 9 CNFFF ne r no 1.969 0 si 1.969 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6171_053 5GICE 5_50200_001 9 9 CNFFF ne r no 2.453 0 si 2.453 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6801_107 5GICE 5_50200_001 9 9 CNFFF ne r no 6.627 0 si 6.627 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6005_044 5GICE 5_50200_001 9 9 CNFFF ne r no 2.33 0 si 2.33 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6003_021 5GICE 5_50200_001 10 10 CNFFF ne r no 0.08 0 si 0.08 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6171_053 5GICE 5_50200_001 10 10 CNFFF ne r no 2.453 0 si 2.453 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6003_073 5GICE 5_50200_001 10 10 CNFFF ne r no 3.51 0 si 3.51 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6801_107 5GICE 5_50200_001 10 10 CNFFF ne r no 6.627 0 si 6.627 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6005_044 5GICE 5_50200_001 10 10 CNFFF ne r no 2.33 0 si 2.33 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6171_053 5GICE 5_50200_001 11 11 CNFFF ne r no 2.453 0 si 2.453 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6003_073 5GICE 5_50200_001 11 11 CNFFF ne r no 2.674 0 si 2.674 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6801_107 5GICE 5_50200_001 11 11 CNFFF ne r no 7.544 0 si 7.544 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6005_044 5GICE 5_50200_001 11 11 CNFFF ne r no 2.329 0 si 2.329 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6003_021 5GICE 5_50200_001 12 12 CNFFF ne r no 2.837 0 si 2.837 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6171_053 5GICE 5_50200_001 12 12 CNFFF ne r no 0.742 0 si 0.742 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6003_073 5GICE 5_50200_001 12 12 CNFFF ne r no 3.511 0 si 3.511 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6801_107 5GICE 5_50200_001 12 12 CNFFF ne r no 5.581 0 si 5.581 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6005_044 5GICE 5_50200_001 12 12 CNFFF ne r no 2.329 0 si 2.329 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6003_021 5GICE 5_50200_001 13 13 CNFFF ne r no 3.346 0 si 3.346 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6003_123 5GICE 5_50200_001 13 13 CNFFF ne r no 0.336 0 si 0.336 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6171_053 5GICE 5_50200_001 13 13 CNFFF ne r no 0.885 0 si 0.885 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6003_073 5GICE 5_50200_001 13 13 CNFFF ne r no 3.455 0 si 3.455 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6801_107 5GICE 5_50200_001 13 13 CNFFF ne r no 4.685 0 si 4.685 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6005_044 5GICE 5_50200_001 13 13 CNFFF ne r no 2.293 0 si 2.293 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6003_073 5GICE 5_50200_001 14 14 CNFFF ne r no 3.455 0 si 3.455 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6003_021 5GICE 5_50200_001 14 14 CNFFF ne r no 2.509 0 si 2.509 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6005_044 5GICE 5_50200_001 14 14 CNFFF ne r no 2.293 0 si 2.293 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6171_053 5GICE 5_50200_001 14 14 CNFFF ne r no 2.414 0 si 2.414 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6096_091 5GICE 5_50200_001 14 14 CNFFF ne r no 0.83 0 si 0.83 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6801_107 5GICE 5_50200_001 14 14 CNFFF ne r no 3.499 0 si 3.499 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6171_053 5GICE 5_50200_001 16 16 CNFFF ne r no 1.609 0 si 1.609 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6003_073 5GICE 5_50200_001 16 16 CNFFF ne r no 1.659 0 si 1.659 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6270_018 5GICE 5_50200_001 16 16 CNFFF ne r no 1.877 0 si 1.877 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_210 5GICE 5_50200_001 16 16 CNFFF ne r no 0.529 0 si 0.529 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6005_044 5GICE 5_50200_001 16 16 CNFFF ne r no 1.528 0 si 1.528 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6801_107 5GICE 5_50200_001 16 16 CNFFF ne r no 1.605 0 si 1.605 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_239 5GICE 5_50200_001 16 16 CNFFF ne r no 1.193 0 si 1.193 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_210 5GICE 5_50200_001 18 18 CNFFF ne r no 0.697 0 si 0.697 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_239 5GICE 5_50200_001 18 18 CNFFF ne r no 0.336 0 si 0.336 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6005_044 5GICE 5_50200_001 18 18 CNFFF ne r no 0.917 0 si 0.917 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6270_018 5GICE 5_50200_001 18 18 CNFFF ne r no 1.126 0 si 1.126 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6171_053 5GICE 5_50200_001 18 18 CNFFF ne r no 0.966 0 si 0.966 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6003_073 5GICE 5_50200_001 18 18 CNFFF ne r no 1.382 0 si 1.382 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6003_021 5GICE 5_50200_001 18 18 CNFFF ne r no 0.576 0 si 0.576 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_210 5GICE 5_50200_001 19 19 CNFFF ne r no 0.697 0 si 0.697 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_239 5GICE 5_50200_001 19 19 CNFFF ne r no 0.336 0 si 0.336 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6005_044 5GICE 5_50200_001 19 19 CNFFF ne r no 0.917 0 si 0.917 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6270_018 5GICE 5_50200_001 19 19 CNFFF ne r no 1.126 0 si 1.126 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6171_053 5GICE 5_50200_001 19 19 CNFFF ne r no 0.966 0 si 0.966 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6003_073 5GICE 5_50200_001 19 19 CNFFF ne r no 1.382 0 si 1.382 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6003_021 5GICE 5_50200_001 19 19 CNFFF ne r no 0.576 0 si 0.576 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6003_021 5GICE 5_50200_001 20 20 CNFFF ne r no 0.196 0 si 0.196 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6171_053 5GICE 5_50200_001 20 20 CNFFF ne r no 0.966 0 si 0.966 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6003_073 5GICE 5_50200_001 20 20 CNFFF ne r no 1.382 0 si 1.382 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6005_044 5GICE 5_50200_001 20 20 CNFFF ne r no 0.917 0 si 0.917 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6270_018 5GICE 5_50200_001 20 20 CNFFF ne r no 1.126 0 si 1.126 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_239 5GICE 5_50200_001 20 20 CNFFF ne r no 0.716 0 si 0.716 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_210 5GICE 5_50200_001 20 20 CNFFF ne r no 0.697 0 si 0.697 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6003_073 5GICE 5_50350_001 15 15 CNFFF ne r no 1.152 0 si 1.152 64 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6003_021 5GICE 5_50350_001 15 15 CNFFF ne r no 0.858 0 si 0.858 64 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6005_044 5GICE 5_50350_001 15 15 CNFFF ne r no 0.764 0 si 0.764 64 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6171_053 5GICE 5_50350_001 15 15 CNFFF ne r no 0.805 0 si 0.805 64 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6096_091 5GICE 5_50350_001 15 15 CNFFF ne r no 0.255 0 si 0.255 64 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6801_107 5GICE 5_50350_001 15 15 CNFFF ne r no 1.166 0 si 1.166 64 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_210 5GICE 5_50350_001 17 17 CNFFF ne r no 0.265 0 si 0.265 54 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6005_044 5GICE 5_50350_001 17 17 CNFFF ne r no 0.764 0 si 0.764 54 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6801_107 5GICE 5_50350_001 17 17 CNFFF ne r no 0.394 0 si 0.394 54 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_239 5GICE 5_50350_001 17 17 CNFFF ne r no 0.597 0 si 0.597 54 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6003_073 5GICE 5_50350_001 17 17 CNFFF ne r no 1.151 0 si 1.151 54 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6003_021 5GICE 5_50350_001 17 17 CNFFF ne r no 0.086 0 si 0.086 54 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6270_018 5GICE 5_50350_001 17 17 CNFFF ne r no 0.938 0 si 0.938 54 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6171_053 5GICE 5_50350_001 17 17 CNFFF ne r no 0.805 0 si 0.805 54 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_210 5GICE 5_50350_001 21 21 CNFFF ne r no 1.066 0 si 1.066 54 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6801_107 5GICE 5_50350_001 21 21 CNFFF ne r no 0.259 0 si 0.259 54 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6005_044 5GICE 5_50350_001 21 21 CNFFF ne r no 1.402 0 si 1.402 54 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_239 5GICE 5_50350_001 21 21 CNFFF ne r no 1.095 0 si 1.095 54 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6171_053 5GICE 5_50350_001 21 21 CNFFF ne r no 1.476 0 si 1.476 54 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6003_073 5GICE 5_50350_001 21 21 CNFFF ne r no 1.98 0 si 1.98 54 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6270_018 5GICE 5_50350_001 21 21 CNFFF ne r no 1.722 0 si 1.722 54 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6003_073 5GICE 5_50900_001 0 0 CNFFF ne r no 2.345 0 si 2.345 62 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6270_018 5GICE 5_50900_001 0 0 CNFFF ne r no 2.815 0 si 2.815 62 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6171_053 5GICE 5_50900_001 0 0 CNFFF ne r no 2.414 0 si 2.414 62 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_210 5GICE 5_50900_001 0 0 CNFFF ne r no 1.743 0 si 1.743 62 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6005_044 5GICE 5_50900_001 0 0 CNFFF ne r no 2.293 0 si 2.293 62 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6801_107 5GICE 5_50900_001 0 0 CNFFF ne r no 1.6 0 si 1.6 62 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_239 5GICE 5_50900_001 0 0 CNFFF ne r no 1.79 0 si 1.79 62 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6003_073 5GICE 5_50900_001 1 1 CNFFF ne r no 0.067 0 si 0.067 62 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6270_018 5GICE 5_50900_001 1 1 CNFFF ne r no 2.815 0 si 2.815 62 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6171_053 5GICE 5_50900_001 1 1 CNFFF ne r no 2.414 0 si 2.414 62 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_210 5GICE 5_50900_001 1 1 CNFFF ne r no 1.743 0 si 1.743 62 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6005_044 5GICE 5_50900_001 1 1 CNFFF ne r no 2.293 0 si 2.293 62 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6801_107 5GICE 5_50900_001 1 1 CNFFF ne r no 3.878 0 si 3.878 62 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_239 5GICE 5_50900_001 1 1 CNFFF ne r no 1.79 0 si 1.79 62 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_210 5GICE 5_50900_001 2 2 CNFFF ne r no 1.743 0 si 1.743 62 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_239 5GICE 5_50900_001 2 2 CNFFF ne r no 1.79 0 si 1.79 62 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6171_053 5GICE 5_50900_001 2 2 CNFFF ne r no 2.243 0 si 2.243 62 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6801_107 5GICE 5_50900_001 2 2 CNFFF ne r no 4.116 0 si 4.116 62 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6005_044 5GICE 5_50900_001 2 2 CNFFF ne r no 2.293 0 si 2.293 62 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6270_018 5GICE 5_50900_001 2 2 CNFFF ne r no 2.815 0 si 2.815 62 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6270_018 5GICE 5_50900_001 3 3 CNFFF ne r no 2.814 0 si 2.814 62 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6171_053 5GICE 5_50900_001 3 3 CNFFF ne r no 1.247 0 si 1.247 62 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_210 5GICE 5_50900_001 3 3 CNFFF ne r no 1.743 0 si 1.743 62 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6005_044 5GICE 5_50900_001 3 3 CNFFF ne r no 2.293 0 si 2.293 62 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6801_107 5GICE 5_50900_001 3 3 CNFFF ne r no 5.113 0 si 5.113 62 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_239 5GICE 5_50900_001 3 3 CNFFF ne r no 1.79 0 si 1.79 62 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6270_018 5GICE 5_50900_001 4 4 CNFFF ne r no 2.814 0 si 2.814 62 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6171_053 5GICE 5_50900_001 4 4 CNFFF ne r no 1.959 0 si 1.959 62 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_210 5GICE 5_50900_001 4 4 CNFFF ne r no 1.743 0 si 1.743 62 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6005_044 5GICE 5_50900_001 4 4 CNFFF ne r no 2.293 0 si 2.293 62 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6801_107 5GICE 5_50900_001 4 4 CNFFF ne r no 4.401 0 si 4.401 62 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_239 5GICE 5_50900_001 4 4 CNFFF ne r no 1.79 0 si 1.79 62 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6003_073 5GICE 5_50900_001 5 5 CNFFF ne r no 0.304 0 si 0.304 62 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6270_018 5GICE 5_50900_001 5 5 CNFFF ne r no 2.815 0 si 2.815 62 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6171_053 5GICE 5_50900_001 5 5 CNFFF ne r no 2.414 0 si 2.414 62 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_210 5GICE 5_50900_001 5 5 CNFFF ne r no 1.743 0 si 1.743 62 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6005_044 5GICE 5_50900_001 5 5 CNFFF ne r no 2.293 0 si 2.293 62 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6801_107 5GICE 5_50900_001 5 5 CNFFF ne r no 3.641 0 si 3.641 62 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_239 5GICE 5_50900_001 5 5 CNFFF ne r no 1.79 0 si 1.79 62 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6801_107 5GICE 5_50900_001 22 22 CNFFF ne r no 2.407 0 si 2.407 22 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_239 5GICE 5_50900_001 22 22 CNFFF ne r no 1.79 0 si 1.79 22 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_210 5GICE 5_50900_001 22 22 CNFFF ne r no 1.743 0 si 1.743 22 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6003_073 5GICE 5_50900_001 22 22 CNFFF ne r no 1.538 0 si 1.538 22 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6005_044 5GICE 5_50900_001 22 22 CNFFF ne r no 2.293 0 si 2.293 22 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6270_018 5GICE 5_50900_001 22 22 CNFFF ne r no 2.815 0 si 2.815 22 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6171_053 5GICE 5_50900_001 22 22 CNFFF ne r no 2.414 0 si 2.414 22 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6003_073 5GICE 5_50900_001 23 23 CNFFF ne r no 1.496 0 si 1.496 32 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6270_018 5GICE 5_50900_001 23 23 CNFFF ne r no 2.857 0 si 2.857 32 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6171_053 5GICE 5_50900_001 23 23 CNFFF ne r no 2.414 0 si 2.414 32 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_210 5GICE 5_50900_001 23 23 CNFFF ne r no 1.743 0 si 1.743 32 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6005_044 5GICE 5_50900_001 23 23 CNFFF ne r no 2.293 0 si 2.293 32 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6801_107 5GICE 5_50900_001 23 23 CNFFF ne r no 2.407 0 si 2.407 32 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0



6GPANAM 6_6018_239 5GICE 5_50900_001 23 23 CNFFF ne r no 1.79 0 si 1.79 32 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6003_073 5GICE 5_58200_001 15 15 CNFFF ne r no 2.304 0 si 2.304 72 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6003_021 5GICE 5_58200_001 15 15 CNFFF ne r no 1.716 0 si 1.716 72 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6005_044 5GICE 5_58200_001 15 15 CNFFF ne r no 1.528 0 si 1.528 72 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6171_053 5GICE 5_58200_001 15 15 CNFFF ne r no 1.609 0 si 1.609 72 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6096_091 5GICE 5_58200_001 15 15 CNFFF ne r no 0.511 0 si 0.511 72 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6801_107 5GICE 5_58200_001 15 15 CNFFF ne r no 2.332 0 si 2.332 72 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6003_073 5GICE 5_58200_001 16 16 CNFFF ne r no 0.829 0 si 0.829 72 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6270_018 5GICE 5_58200_001 16 16 CNFFF ne r no 0.938 0 si 0.938 72 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6171_053 5GICE 5_58200_001 16 16 CNFFF ne r no 0.805 0 si 0.805 72 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_210 5GICE 5_58200_001 16 16 CNFFF ne r no 0.265 0 si 0.265 72 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6005_044 5GICE 5_58200_001 16 16 CNFFF ne r no 0.764 0 si 0.764 72 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6801_107 5GICE 5_58200_001 16 16 CNFFF ne r no 0.802 0 si 0.802 72 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_239 5GICE 5_58200_001 16 16 CNFFF ne r no 0.597 0 si 0.597 72 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6270_018 5GICE 5_58200_001 17 17 CNFFF ne r no 1.877 0 si 1.877 72 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_210 5GICE 5_58200_001 17 17 CNFFF ne r no 0.529 0 si 0.529 72 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6005_044 5GICE 5_58200_001 17 17 CNFFF ne r no 1.528 0 si 1.528 72 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6801_107 5GICE 5_58200_001 17 17 CNFFF ne r no 0.788 0 si 0.788 72 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6018_239 5GICE 5_58200_001 17 17 CNFFF ne r no 1.194 0 si 1.194 72 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6003_073 5GICE 5_58200_001 17 17 CNFFF ne r no 2.304 0 si 2.304 72 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6003_021 5GICE 5_58200_001 17 17 CNFFF ne r no 0.171 0 si 0.171 72 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GPANAM 6_6171_053 5GICE 5_58200_001 17 17 CNFFF ne r no 1.609 0 si 1.609 72 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6171_034 5GICE 5_50900_001 0 0 CNFFF ne r no 1.609 0 si 1.609 39 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6003_003 5GICE 5_50900_001 0 0 CNFFF ne r no 1.564 0 si 1.564 39 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6005_107 5GICE 5_50900_001 0 0 CNFFF ne r no 1.528 0 si 1.528 39 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6270_054 5GICE 5_50900_001 0 0 CNFFF ne r no 1.877 0 si 1.877 39 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6018_599 5GICE 5_50900_001 0 0 CNFFF ne r no 1.162 0 si 1.162 39 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6801_103 5GICE 5_50900_001 0 0 CNFFF ne r no 1.067 0 si 1.067 39 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6018_600 5GICE 5_50900_001 0 0 CNFFF ne r no 1.193 0 si 1.193 39 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6171_034 5GICE 5_50900_001 1 1 CNFFF ne r no 1.609 0 si 1.609 39 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6003_003 5GICE 5_50900_001 1 1 CNFFF ne r no 0.045 0 si 0.045 39 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6005_107 5GICE 5_50900_001 1 1 CNFFF ne r no 1.528 0 si 1.528 39 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6270_054 5GICE 5_50900_001 1 1 CNFFF ne r no 1.877 0 si 1.877 39 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6018_599 5GICE 5_50900_001 1 1 CNFFF ne r no 1.162 0 si 1.162 39 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6801_103 5GICE 5_50900_001 1 1 CNFFF ne r no 2.586 0 si 2.586 39 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6018_600 5GICE 5_50900_001 1 1 CNFFF ne r no 1.193 0 si 1.193 39 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6801_103 5GICE 5_50900_001 2 2 CNFFF ne r no 2.744 0 si 2.744 39 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6018_600 5GICE 5_50900_001 2 2 CNFFF ne r no 1.194 0 si 1.194 39 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6270_054 5GICE 5_50900_001 2 2 CNFFF ne r no 1.877 0 si 1.877 39 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6171_034 5GICE 5_50900_001 2 2 CNFFF ne r no 1.495 0 si 1.495 39 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6018_599 5GICE 5_50900_001 2 2 CNFFF ne r no 1.162 0 si 1.162 39 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6005_107 5GICE 5_50900_001 2 2 CNFFF ne r no 1.528 0 si 1.528 39 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6171_034 5GICE 5_50900_001 3 3 CNFFF ne r no 0.831 0 si 0.831 39 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6005_107 5GICE 5_50900_001 3 3 CNFFF ne r no 1.528 0 si 1.528 39 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6270_054 5GICE 5_50900_001 3 3 CNFFF ne r no 1.877 0 si 1.877 39 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6018_599 5GICE 5_50900_001 3 3 CNFFF ne r no 1.162 0 si 1.162 39 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6801_103 5GICE 5_50900_001 3 3 CNFFF ne r no 3.408 0 si 3.408 39 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6018_600 5GICE 5_50900_001 3 3 CNFFF ne r no 1.194 0 si 1.194 39 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6171_034 5GICE 5_50900_001 4 4 CNFFF ne r no 1.306 0 si 1.306 39 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6005_107 5GICE 5_50900_001 4 4 CNFFF ne r no 1.528 0 si 1.528 39 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6270_054 5GICE 5_50900_001 4 4 CNFFF ne r no 1.877 0 si 1.877 39 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6018_599 5GICE 5_50900_001 4 4 CNFFF ne r no 1.162 0 si 1.162 39 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6801_103 5GICE 5_50900_001 4 4 CNFFF ne r no 2.934 0 si 2.934 39 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6018_600 5GICE 5_50900_001 4 4 CNFFF ne r no 1.193 0 si 1.193 39 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6171_034 5GICE 5_50900_001 5 5 CNFFF ne r no 1.609 0 si 1.609 39 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6003_003 5GICE 5_50900_001 5 5 CNFFF ne r no 0.203 0 si 0.203 39 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6005_107 5GICE 5_50900_001 5 5 CNFFF ne r no 1.528 0 si 1.528 39 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6270_054 5GICE 5_50900_001 5 5 CNFFF ne r no 1.877 0 si 1.877 39 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6018_599 5GICE 5_50900_001 5 5 CNFFF ne r no 1.162 0 si 1.162 39 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6801_103 5GICE 5_50900_001 5 5 CNFFF ne r no 2.427 0 si 2.427 39 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6018_600 5GICE 5_50900_001 5 5 CNFFF ne r no 1.194 0 si 1.194 39 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6171_034 5GICE 5_50350_001 6 6 CNFFF ne r no 0.76 0 si 0.76 71 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6005_107 5GICE 5_50350_001 6 6 CNFFF ne r no 0.777 0 si 0.777 71 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6270_054 5GICE 5_50350_001 6 6 CNFFF ne r no 0.953 0 si 0.953 71 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6018_599 5GICE 5_50350_001 6 6 CNFFF ne r no 0.59 0 si 0.59 71 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6801_103 5GICE 5_50350_001 6 6 CNFFF ne r no 1.314 0 si 1.314 71 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6018_600 5GICE 5_50350_001 6 6 CNFFF ne r no 0.606 0 si 0.606 71 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6171_034 5GICE 5_50350_001 7 7 CNFFF ne r no 0.663 0 si 0.663 71 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6005_107 5GICE 5_50350_001 7 7 CNFFF ne r no 0.776 0 si 0.776 71 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6270_054 5GICE 5_50350_001 7 7 CNFFF ne r no 0.954 0 si 0.954 71 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6018_600 5GICE 5_50350_001 7 7 CNFFF ne r no 0.285 0 si 0.285 71 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6801_103 5GICE 5_50350_001 7 7 CNFFF ne r no 1.732 0 si 1.732 71 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6018_599 5GICE 5_50350_001 7 7 CNFFF ne r no 0.59 0 si 0.59 71 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6171_034 5GICE 5_50350_001 8 8 CNFFF ne r no 0.788 0 si 0.788 71 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6005_107 5GICE 5_50350_001 8 8 CNFFF ne r no 0.776 0 si 0.776 71 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6270_054 5GICE 5_50350_001 8 8 CNFFF ne r no 0.953 0 si 0.953 71 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6018_599 5GICE 5_50350_001 8 8 CNFFF ne r no 0.155 0 si 0.155 71 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6801_103 5GICE 5_50350_001 8 8 CNFFF ne r no 2.2 0 si 2.2 71 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6018_600 5GICE 5_50350_001 8 8 CNFFF ne r no 0.128 0 si 0.128 71 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6171_034 5GICE 5_50350_001 9 9 CNFFF ne r no 0.818 0 si 0.818 79 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6003_003 5GICE 5_50350_001 9 9 CNFFF ne r no 0.54 0 si 0.54 79 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6270_054 5GICE 5_50350_001 9 9 CNFFF ne r no 0.656 0 si 0.656 79 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6801_103 5GICE 5_50350_001 9 9 CNFFF ne r no 2.209 0 si 2.209 79 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6005_107 5GICE 5_50350_001 9 9 CNFFF ne r no 0.777 0 si 0.777 79 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6003_003 5GICE 5_50350_001 10 10 CNFFF ne r no 1.17 0 si 1.17 79 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6003_002 5GICE 5_50350_001 10 10 CNFFF ne r no 0.027 0 si 0.027 79 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6171_034 5GICE 5_50350_001 10 10 CNFFF ne r no 0.817 0 si 0.817 79 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6801_103 5GICE 5_50350_001 10 10 CNFFF ne r no 2.209 0 si 2.209 79 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6005_107 5GICE 5_50350_001 10 10 CNFFF ne r no 0.777 0 si 0.777 79 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6003_003 5GICE 5_50350_001 11 11 CNFFF ne r no 0.891 0 si 0.891 79 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6171_034 5GICE 5_50350_001 11 11 CNFFF ne r no 0.818 0 si 0.818 79 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6801_103 5GICE 5_50350_001 11 11 CNFFF ne r no 2.515 0 si 2.515 79 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6005_107 5GICE 5_50350_001 11 11 CNFFF ne r no 0.776 0 si 0.776 79 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6003_003 5GICE 5_50350_001 12 12 CNFFF ne r no 1.17 0 si 1.17 79 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6003_002 5GICE 5_50350_001 12 12 CNFFF ne r no 0.946 0 si 0.946 79 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6171_034 5GICE 5_50350_001 12 12 CNFFF ne r no 0.247 0 si 0.247 79 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6801_103 5GICE 5_50350_001 12 12 CNFFF ne r no 1.86 0 si 1.86 79 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6005_107 5GICE 5_50350_001 12 12 CNFFF ne r no 0.777 0 si 0.777 79 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6003_004 5GICE 5_58200_001 13 13 CNFFF ne r no 0.112 0 si 0.112 89.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6003_004 5GICE 5_50200_001 13 13 CNFFF ne r no 0.112 0 si 0.112 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6003_003 5GICE 5_58200_001 13 13 CNFFF ne r no 1.152 0 si 1.152 89.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6003_003 5GICE 5_50200_001 13 13 CNFFF ne r no 1.152 0 si 1.152 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6003_002 5GICE 5_58200_001 13 13 CNFFF ne r no 1.115 0 si 1.115 89.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6003_002 5GICE 5_50200_001 13 13 CNFFF ne r no 1.115 0 si 1.115 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6171_034 5GICE 5_58200_001 13 13 CNFFF ne r no 0.295 0 si 0.295 89.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6171_034 5GICE 5_50200_001 13 13 CNFFF ne r no 0.295 0 si 0.295 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6801_103 5GICE 5_58200_001 13 13 CNFFF ne r no 1.562 0 si 1.562 89.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6801_103 5GICE 5_50200_001 13 13 CNFFF ne r no 1.562 0 si 1.562 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6005_107 5GICE 5_58200_001 13 13 CNFFF ne r no 0.764 0 si 0.764 89.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6005_107 5GICE 5_50200_001 13 13 CNFFF ne r no 0.764 0 si 0.764 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6003_002 5GICE 5_58200_001 14 14 CNFFF ne r no 0.836 0 si 0.836 79 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6003_002 5GICE 5_50200_001 14 14 CNFFF ne r no 0.836 0 si 0.836 79 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6171_034 5GICE 5_58200_001 14 14 CNFFF ne r no 0.805 0 si 0.805 79 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6171_034 5GICE 5_50200_001 14 14 CNFFF ne r no 0.805 0 si 0.805 79 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6003_003 5GICE 5_58200_001 14 14 CNFFF ne r no 1.152 0 si 1.152 79 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6003_003 5GICE 5_50200_001 14 14 CNFFF ne r no 1.152 0 si 1.152 79 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6005_107 5GICE 5_58200_001 14 14 CNFFF ne r no 0.764 0 si 0.764 79 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6005_107 5GICE 5_50200_001 14 14 CNFFF ne r no 0.764 0 si 0.764 79 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6096_056 5GICE 5_58200_001 14 14 CNFFF ne r no 0.277 0 si 0.277 79 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6096_056 5GICE 5_50200_001 14 14 CNFFF ne r no 0.277 0 si 0.277 79 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6801_103 5GICE 5_58200_001 14 14 CNFFF ne r no 1.166 0 si 1.166 79 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6801_103 5GICE 5_50200_001 14 14 CNFFF ne r no 1.166 0 si 1.166 79 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6003_002 5GICE 5_50200_001 15 15 CNFFF ne r no 1.716 0 si 1.716 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6171_034 5GICE 5_50200_001 15 15 CNFFF ne r no 1.609 0 si 1.609 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6003_003 5GICE 5_50200_001 15 15 CNFFF ne r no 2.304 0 si 2.304 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6005_107 5GICE 5_50200_001 15 15 CNFFF ne r no 1.528 0 si 1.528 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6096_056 5GICE 5_50200_001 15 15 CNFFF ne r no 0.511 0 si 0.511 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6801_103 5GICE 5_50200_001 15 15 CNFFF ne r no 2.332 0 si 2.332 91 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6171_034 5GICE 5_50350_001 16 16 CNFFF ne r no 0.805 0 si 0.805 63.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6171_034 5GICE 5_58200_001 16 16 CNFFF ne r no 0.805 0 si 0.805 71.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6003_003 5GICE 5_50350_001 16 16 CNFFF ne r no 0.829 0 si 0.829 63.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6003_003 5GICE 5_58200_001 16 16 CNFFF ne r no 0.829 0 si 0.829 71.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6005_107 5GICE 5_50350_001 16 16 CNFFF ne r no 0.764 0 si 0.764 63.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6005_107 5GICE 5_58200_001 16 16 CNFFF ne r no 0.764 0 si 0.764 71.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6270_054 5GICE 5_50350_001 16 16 CNFFF ne r no 0.938 0 si 0.938 63.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6270_054 5GICE 5_58200_001 16 16 CNFFF ne r no 0.938 0 si 0.938 71.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6018_600 5GICE 5_58200_001 16 16 CNFFF ne r no 0.597 0 si 0.597 71.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6018_599 5GICE 5_50350_001 16 16 CNFFF ne r no 0.265 0 si 0.265 63.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6018_599 5GICE 5_58200_001 16 16 CNFFF ne r no 0.265 0 si 0.265 71.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6801_103 5GICE 5_50350_001 16 16 CNFFF ne r no 0.802 0 si 0.802 63.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6801_103 5GICE 5_58200_001 16 16 CNFFF ne r no 0.802 0 si 0.802 71.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6018_600 5GICE 5_50350_001 16 16 CNFFF ne r no 0.597 0 si 0.597 63.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6005_107 5GICE 5_50200_001 17 17 CNFFF ne r no 1.528 0 si 1.528 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6018_600 5GICE 5_50200_001 17 17 CNFFF ne r no 1.194 0 si 1.194 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6018_599 5GICE 5_50200_001 17 17 CNFFF ne r no 0.529 0 si 0.529 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6801_103 5GICE 5_50200_001 17 17 CNFFF ne r no 0.788 0 si 0.788 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6003_003 5GICE 5_50200_001 17 17 CNFFF ne r no 2.304 0 si 2.304 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6003_002 5GICE 5_50200_001 17 17 CNFFF ne r no 0.171 0 si 0.171 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6270_054 5GICE 5_50200_001 17 17 CNFFF ne r no 1.877 0 si 1.877 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6171_034 5GICE 5_50200_001 17 17 CNFFF ne r no 1.609 0 si 1.609 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6018_599 5GICE 5_50100_001 18 18 CNFFF ne r no 1.162 0 si 1.162 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6018_600 5GICE 5_50100_001 18 18 CNFFF ne r no 0.561 0 si 0.561 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6005_107 5GICE 5_50100_001 18 18 CNFFF ne r no 1.528 0 si 1.528 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6270_054 5GICE 5_50100_001 18 18 CNFFF ne r no 1.877 0 si 1.877 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6171_034 5GICE 5_50100_001 18 18 CNFFF ne r no 1.609 0 si 1.609 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6003_003 5GICE 5_50100_001 18 18 CNFFF ne r no 2.303 0 si 2.303 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6003_002 5GICE 5_50100_001 18 18 CNFFF ne r no 0.96 0 si 0.96 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6018_599 5GICE 5_50100_001 19 19 CNFFF ne r no 1.162 0 si 1.162 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6018_600 5GICE 5_50100_001 19 19 CNFFF ne r no 0.561 0 si 0.561 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6005_107 5GICE 5_50100_001 19 19 CNFFF ne r no 1.528 0 si 1.528 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6270_054 5GICE 5_50100_001 19 19 CNFFF ne r no 1.877 0 si 1.877 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6171_034 5GICE 5_50100_001 19 19 CNFFF ne r no 1.609 0 si 1.609 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6003_003 5GICE 5_50100_001 19 19 CNFFF ne r no 2.303 0 si 2.303 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6003_002 5GICE 5_50100_001 19 19 CNFFF ne r no 0.96 0 si 0.96 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6003_003 5GICE 5_50100_001 20 20 CNFFF ne r no 2.303 0 si 2.303 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6003_002 5GICE 5_50100_001 20 20 CNFFF ne r no 0.327 0 si 0.327 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6171_034 5GICE 5_50100_001 20 20 CNFFF ne r no 1.609 0 si 1.609 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6005_107 5GICE 5_50100_001 20 20 CNFFF ne r no 1.528 0 si 1.528 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6270_054 5GICE 5_50100_001 20 20 CNFFF ne r no 1.877 0 si 1.877 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6018_600 5GICE 5_50100_001 20 20 CNFFF ne r no 1.194 0 si 1.194 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6018_599 5GICE 5_50100_001 20 20 CNFFF ne r no 1.162 0 si 1.162 90 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6018_600 5GICE 5_58200_001 21 21 CNFFF ne r no 1.217 0 si 1.217 71.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6005_107 5GICE 5_58200_001 21 21 CNFFF ne r no 1.558 0 si 1.558 71.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6801_103 5GICE 5_58200_001 21 21 CNFFF ne r no 0.288 0 si 0.288 71.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6171_034 5GICE 5_58200_001 21 21 CNFFF ne r no 1.64 0 si 1.64 71.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6018_599 5GICE 5_58200_001 21 21 CNFFF ne r no 1.184 0 si 1.184 71.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6003_003 5GICE 5_58200_001 21 21 CNFFF ne r no 2.2 0 si 2.2 71.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6270_054 5GICE 5_58200_001 21 21 CNFFF ne r no 1.913 0 si 1.913 71.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6018_599 5GICE 5_50900_001 22 22 CNFFF ne r no 1.162 0 si 1.162 31.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6801_103 5GICE 5_50900_001 22 22 CNFFF ne r no 1.605 0 si 1.605 31.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6018_600 5GICE 5_50900_001 22 22 CNFFF ne r no 1.193 0 si 1.193 31.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6005_107 5GICE 5_50900_001 22 22 CNFFF ne r no 1.528 0 si 1.528 31.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6003_003 5GICE 5_50900_001 22 22 CNFFF ne r no 1.026 0 si 1.026 31.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6270_054 5GICE 5_50900_001 22 22 CNFFF ne r no 1.877 0 si 1.877 31.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6171_034 5GICE 5_50900_001 22 22 CNFFF ne r no 1.609 0 si 1.609 31.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6171_034 5GICE 5_50900_001 23 23 CNFFF ne r no 1.609 0 si 1.609 31.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6003_003 5GICE 5_50900_001 23 23 CNFFF ne r no 0.998 0 si 0.998 31.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6005_107 5GICE 5_50900_001 23 23 CNFFF ne r no 1.528 0 si 1.528 31.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6270_054 5GICE 5_50900_001 23 23 CNFFF ne r no 1.905 0 si 1.905 31.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6018_599 5GICE 5_50900_001 23 23 CNFFF ne r no 1.162 0 si 1.162 31.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6801_103 5GICE 5_50900_001 23 23 CNFFF ne r no 1.605 0 si 1.605 31.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0

6GGANA 6_6018_600 5GICE 5_50900_001 23 23 CNFFF ne r no 1.193 0 si 1.193 31.66 0 0 0 0 0 0 0 0 si i 0 0 0 0 0 0 0 0 0 0


